Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.012 Å; R factor = 0.061; wR factor = 0.150; data-to-parameter ratio = 12.9.
Related literature
For the crystal structures of similar 3-methylsulfanyl-2-phenyl-1-benzofuran derivatives, see: Choi, Seo et al. (2006) ; Choi, Woo et al. (2006) . For natural products of benzofuran ring systems, see: Akgul & Anil (2003) ; von Reuss & Kö nig (2004 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 2; Ày þ 1; Àz; (ii) Àx þ 1; Ày þ 1; Àz þ 1; (iii) x; y þ 1; z; (iv) Àx; Ày þ 1; Àz þ 1. Fig. 1 . The molecular structure of the title compound with the atom numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. H atoms are presented as a small cycles of arbitrary radius. 
Figures

Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (4) C53 0.020 (4) 0.021 (5) 0.023 (5) −0.009 (4) 0.004 (4) −0.005 (4) C54 0.023 (5) 0.030 (5) 0.028 (5) −0.016 (4) 0.001 (4) −0.005 (4) C55 0.031 (5) 0.031 (5) 0.029 (5) −0.016 (4) −0.004 (4) −0.006 (4) C56 0.031 (5) 0.021 (5) 0.019 (5) −0.008 (4) −0.001 (4) −0.002 (4) C57 0.045 (6) 0.097 (9) 0.022 (5) −0.040 (6) 0.016 (5) −0.019 (5) C58 0.023 (5) 0.027 (5) 0.020 (5) −0.012 (4) 0.000 (4) −0.001 (4) C59 0.021 (5) 0.031 (5) 0.027 (5) −0.011 (4) −0.004 (4) −0.004 (4) C60 0.019 (4) 0.015 (5) 0.029 (5) −0.007 (4) 0.006 (4) 0.001 (4) C61 0.027 (5) 0.034 (5) 0.028 (5) −0.022 (4) −0.005 (4) −0.004 (4) C62 0.049 (6) 0.042 (6) 0.025 (5) −0.031 (5) −0.002 (5) 0.005 (4) C63 0.034 (5) 0.030 (5) 0.020 (5) −0.015 (4) −0.001 (4) −0.007 (4) C64 0.028 (5) 0.036 (6) 0.028 (5) −0.020 (4) −0.005 (4) −0.004 (4) C65 0.027 (5) 0.028 (5) 0.028 (5) −0.016 (4) 0.006 (4) −0.005 (4) C66 0.017 (5) 0.044 (6) 107.0 (6) C58-O9-C57 106.5 (6) C8-C1-C2 106.3 (7) C52-C45-C46 108.5 (7) C8-C1-S1
128.4 (6) C52-C45-S3 127.8 (6) C2-C1-S1 125.3 (6) C46-C45-S3 123.6 (6) C7-C2-C3 119.6 (8) C47-C46-C51 119.3 (7) C7-C2-C1 106.6 (7) C47-C46-C45 136.6 (7) C3-C2-C1 133.7 (8) C51-C46-C45 104.0 (7) C4-C3-C2 119.0 (7) C46-C47-C48 119.8 (7) C4-C3-H3 120.5 C46-C47-H47 120.1 C2-C3-H3 120.5 C48-C47-H47 120.1 C3-C4-C5 118.6 (7) C47-C48-C49 118.6 (7) C3-C4-C16 123.3 (7) C47-C48-C60 122.2 (7) C5-C4-C16 118.1 (7) C49-C48-C60 119.1 (7) C6-C5-C4 123.0 (8) C50-C49-C48 122.0 (7) C6-C5-H5 118.5 C50-C49-H49 119.0 C4-C5-H5 118.5 C48-C49-H49 119.0 C7-C6-C5 115.6 (8) C49-C50-C51 117.7 (7) C7-C6-H6 122.2 C49-C50-H50 121.2 C5-C6-H6 122.2 C51-C50-H50 121.2 C6-C7-O1 125.7 (7) O7-C51-C50 126.1 (7) C6-C7-C2 124.0 (8) O7-C51-C46 111.4 (7) O1-C7-C2 110.3 (7) C50-C51-C46 122.6 (7) C1-C8-O1 110.0 (7) C45-C52-O7 110.4 (7) C1-C8-C9 135.6 (7) C45-C52-C53 137.6 (7) O1-C8-C9 114.3 (7) O7-C52-C53 111.8 (7) C10-C9-C15 119.6 (7) C54-C53-C59 119.0 (7) C10-C9-C8 121.7 (7) C54-C53-C52 120.5 (7) C15-C9-C8 118.7 (7) C59-C53-C52 120.5 (7) 
